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SCORE Search Results D 

Score Hom e Pa ge R etriev e Appl ication List SCORE System Overview SCORE FAQ Comments / Sug g estions 

This page gives you Search Results detail for the Application 10553669 and Search Result 20070620_142246_us- 



GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on : 
Title: 

Perfect score: 
Sequence : 

Scoring table : 
Searched : 



June 20, 2007, 14:26:44 



US-10-553-669-3 
1515 

1 PCPGACVCYNEPKVTTSCPQ. 



Search time 31 Seconds 
(without alignments) 
884.573 Million cell updates/sec 



. QRLAGRDLKRLAANDLQGCA 2 85 



BLOSUM62 

Gapop 10.0 , Gapext 0.5 



283416 seqs, 96216763 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



283416 



Post-processing : 



Database 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 

PIR 80:* 



pirl : * 
pir2 : * 
pir3 : * 
pir4 : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 


Score 


Query 

Match Length DB 


ID 


Description 


1 


342 .5 


22 


6 


605 


2 


A41915 


insulin-like growt 


2 


330 


21 


8 


1531 


2 


T42218 


slit-1 protein horn 


3 


329 


21 


7 


1523 


2 


T13953 


MEGF5 protein - ra 


4 


328.5 


21 


7 


605 


2 


JC5239 


insulin-like growt 


5 


325 


21 


5 


1469 


2 


B36665 


slit protein 2 pre 


6 


325 


21 


5 


1480 


2 


A36665 


slit protein 1 pre 


7 


318 .5 


21 


0 


622 


2 


JC7973 


synleurin - human 


8 


305 


20 


1 


603 


2 


JC6128 


insulin-like growt 


9 


304 . 5 


'2 0 


1 


361 


2 


A53860 


chondroadherin pre 


10 


297 


19 


6 


603 


2 


JC1282 


insulin- like growt 


11 


295 


19 


.5 


907 


2 


JG0193 


G protein-coupled 
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. 3 
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hypothetical prote 
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garp precursor - h 
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NBHUIA 
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44 
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S52284 
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45 
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13 
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T23395 


hypothetical prote 



ALIGNMENTS 



RESULT 1 
A41915 

insulin-like growth factor-binding complex acid-labile chain precursor - human 
N;Alternate names: Acid-Labile Subunit (ALS) 
C; Species: Homo sapiens (man) 

C;Date: 31-Dec-1993 #sequence_revision 31-Dec-1993 #text_change 09-Jul-2004 
C;Accession : A41915 

R;Leong, S.R.; Baxter, R.C.; Camerato, T. ; Dai, J.; Wood, W.I. 
Mol. Endocrinol. 6, 870-876, 1992 

A;Title: Structure and functional expression of the acid-labile subunit of the insulin-like growth 

A;Reference number: A41915; MUID : 9235702 5 ,- PMID: 1379671 

A;Accession: A41915 

A; Status: preliminary 

A;Molecule type: mRNA; protein . 

A;ResidueS: 1-605 <LE0> 

A;Cross-references : UNIPROT : P35858 ; UNIPARC :UPI000000088A; GB:M86826; NID : gl84807 ; PIDN : AAA36047 . 1 ; 
A; Experimental source: liver 

A;Note: sequence extracted from NCBI backbone (NCBIP : 110171) 
F ; 75-98 /Domain : leucine-rich alpha-2 -glycoprotein repeat homology <LRR1> 
F; 99-122/Domain: . leucine-rich alpha-2-glycoprotein repeat homology <LRR2> 
F ; 123 - 14 6 /Domain : leucine-rich alpha-2-glycoprotein repeat homology <LRR3> 
F; 14 7 -170 /Domain : leucine-rich alpha-2-glycoprotein repeat homology <LRR4> 
F ; 171 - 194 /Domain : leucine-rich alpha-2 -glycoprotein repeat homology <LRR5> 
F ; 195 -2 18 /Domain : leucine-rich alpha-2 -glycoprotein repeat homology <LRR6> 
F;219-242/Domain: leucine-rich alpha-2-glycoprotein repeat homology <LRR7> 
F;243 -'266/Domain: leucine-rich alpha-2-glycoprotein repeat homology <LRR8> 
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SCORE Search Results D 

Score Home Pa ge Retr i eve A p p lica tion List SCORE System Overview SCORE FA Q Comments / Sug gestions 
This page gives you Search Results detail for the Application 10553669 and Search Result 20070620_142246_us- 



GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title : 

Perfect score: 
Sequence : 

Scoring table: 



June 20, 2007, 14:26:44 ; Search time 31 Seconds 

(without alignments) 
884.573 Million cell updates/sec 

US-10-553-669-3 
1515 

1 PCPGACVCYNEPKVTTSCPQ . . . QRLAGRDLKRLAANDLQGCA 2 85 

BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 283416 seqs, 96216763 residues 

Total number of hits satisfying chosen parameters: 



283416 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : PIR_80:* 
1: pirl:* 
2: pir2:* 
3: pir3:* 
4: pir4:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 



Result 
No. 


Score 


Query 

Match Length DB 


ID 


Description 


1 


342 . 5 


22 


6 


605 


2 


A41915 


insulin-like growt 


2 


330 


21 


8 


1531 


2 


T42218 


slit-1 protein horn 


3 


329 


21 


7 


1523 


2 


T13953 


MEGF5 protein - ra 


4 


328.5 


21 


7 


605 


2 


JC5239 


, insulin-like growt 


5 


325 


21 


5 


1469 


2 


B36665 


slit protein 2 pre 


6 
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21 


5 


1480 


2 


A36665 


slit protein 1 pre 


7 


318 . 5 


21 


0 


622 


2 


JC7973 


synleurin - human 


8 


305 


20 


. 1 


603 


2 


JC6128 


insulin-like growt 


9 


304 .5 


20 


. 1 
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2 


A53860 


chondroadherin pre 


10 


297 


19 


. 6 


6.03 


2 


JC1282 


insulin-like growt 


11 


295 


19 


.5 


907 


2 


JG0193 


G protein-coupled 
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ALIGNMENTS 



RESULT 1 
A41915 

insulin- like growth factor-binding complex acid-labile chain precursor - human 
N; Alternate names: Acid-Labile Subunit (ALS) 
C; Species: Homo sapiens (man) 

C;Date: 31-Dec-1993 #sequence_revision 31-Dec-1993 #text__change 09-Jul-2004 
C;ACCession: A41915 

R;Leong, S.R.; Baxter, R.C.; Camera to, T. ; Dai, J.; Wood, W.I. 
Mol . Endocrinol. 6, 870-876, 1992 

A;Title: Structure and functional expression of the acid-labile subunit of the insulin-like growth 

A;Reference number: A41915; MUID : 92357025 ; PMID: 1379671 

A; Accession : A41915 

A; Status : preliminary 

A; Molecule type: mRNA; protein 

A;Residues: 1-605 <LE0> 

A; Cross-references: UNIPROT : P35858 ; UNIPARC : UPIO 0 0 0000 88A; GB:M86826; NID:gl84807; PIDN : AAA3 6 04 7 . 1 ; 
A; Experimental source: liver 

A;Note: sequence extracted from NCBI backbone (NCBIP : 110171) 
F ; 75 - 98/Domain : leucine-rich alpha-2 -glycoprotein repeat homology <LRR1> 
F ; 99 - 122 /Domain : leucine-rich alpha-2 -glycoprotein repeat homology <LRR2> 
F ; 12 3 - 14 6 /Domain : leucine-rich alpha-2 -glycoprotein repeat homology <LRR3> 
F ; 14 7 - 17 0 /Domain : leucine-rich alpha-2-glycoprotein repeat homology <LRR4> 
F; 171-194/ Doma i n : leucine-rich alpha-2 -glycoprotein repeat homology <LRR5> 
F ; 195 - 218 /Domain : leucine-rich alpha-2 -glycoprotein repeat homology <LRR6> 
F;219-242/Domain: leucine-rich alpha-2 -glycoprotein: repeat homology <LRR7> 
F,-243-266/Domain: leucine-rich alpha-2 -glycoprotein repeat homology <LRR8> 
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SCORE Search Results Details for Application 10553669 
and Search Result 20070620_142244_us-10-553-669- 
3-rup, 

Score Home Pa ge Retrieve A p plication List SCORE System Overview SCORE FAQ Comments / Suggestions 

This page gives you Search Results detail for the Application 10553669 and Search Result 
20070620_142244_us-10-553-669-3.rup. 

Go Back to previous page 



GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 20, 2007, 14:23:40 ; Search time 349 Seconds 

(without alignments) 
875.517 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-553-669-3 
1515 

1 PCPGACVCYNEPKVTTSCPQ QRLAGRDLKRLAANDLQGCA 2 85 



Scoring table: 



BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



3281787 seqs, 1072124677 residues 



Total number of hits satisfying chosen parameters: 



3281787 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0%. 

Maximum Match 100% 
Listing first 45 summaries 

Database : UniProt_8 . 4 : * 

1 : uniprot_sprot : * 
2: uniprot_trembl : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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